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Abgtract :Objective  This study designed to assess a quantitative molecular assay of serum DNA and the
expresson of hTERT in patients with lung cancers to explore a novel noninvasive approach ,elevating the
sensitivity and specificity in diagnose of lung cancer. We conducted the clinical study to provide a new
marker for earlier lung cancer detection. Methods Forty-one informed patients with lung cancers and 22
healthy persons were included as control. DNA was extracted from serum samples with MaGaZorb DNA
Mini- Prep Kit and quantificated , then hTERT sequences was amplified by nested PCR usng gene prinm-
ers. Results Mean concentration of serum DNA between patients with lung cancers and healthy persons
was 33. 4644 g/ ml and 18. 4200 g/ ml respectively. Concentration of free circulation DNA in patients with
lung cancers was higher than the other group (P<0.01). The area under the ROC curve by ratio of gray
scale was 0.852 (95 % Cl, 0.750 to 0.953) . Amplification of serum hTERT by nested PCR was a ap-
proach with moderate veracity to detect lung cancers. Meanwhile, it had a good coherence with pathology
(Kappa=0.477 ,P<0.01). Conclusion The level of free circulating DNA in patients with lung cancers
was higher than healthy persons. Amplification of serum hTERT by nested PCR was a approach with
high senstivity. S it may be a new , noninvasive approach for early detection of lung cancers.
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22 ¢og/ml)= DNA 16:(2) PCR
, hTERT ,PCR (25 1) :10 x
1.2 Reaction Buffer 2.5 | ;dN TP Mixture(2.5 mmol/ |
1.2.1 (1) TagDNA : each)2U|; Taq(2.5 u/M1) 0.354 | ; GAPD H-up (10
(2) : DNA (BSCOSs) , M mol/1)1p | ; GAPDH-down (100 mol/1) 1P | ;DNA
; TagPCR 24 | ;ddH.0O 16. 154 |
(KT101-01) , ;DNA Markerl 200 |
(MD101-01) , : PCR , 194 3 min;9%4 30s;
:(3) PCR 52 1min;72 1 min;20 72
hTERT 5p 15.33, 10 min
343 bp (2 647 2 989) , 326 bp (2 662 100 ,  A4Apl
2 989, GenBank assesson number A F015950) ,
Primer3 , ,PCR (25 1) :10 x Reac-
tion Buffer 2.5M1;dNTP Mixture (2.5 mmol/|l

hTERT-up(P1) : 5-GCGTTTGGTGGATGATTTCT-3
hTERT-down(P2) : 5-CAA GACCCCAAAGAGTTTGC3
hTERT-up(P3) : 5-TTTCTTGTTGGTGACACCTC3
hTERT-down(P4) : 5-CAAGACCCCAAAGAGTTTGCG3

1.2.2 DNA Therma Cycler,
Perkin Elmer Cetus ; Chemi
Doc, Bio-RAD; Ultro-
$pec3100 , Biochrom Ltd; ,
; UL T1386-3-V30,
REV CO ; EPS300,
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( : 4 6
) — 1.5 ml ,
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,  120p | , 120 |
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(1% 41 ;ddH.0 14. 2 |

20 |
94 3min; 94 30s; 52 1min;
72 1 min;26 72 10 min
, 7MIl PCR 1.25%
( 0.5% ) , :
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DNA =86.36 %, Kappa=0.477; 0.6
2.2 hTERT Se=65.85%,$ =95.45 %, Kappa=0.416;
GAPDH DNA , 0.8 Se=56.10%,% =100 %, Kappa=
P1-P2 P3-P4 PCR 0.367
hTERT ,1.25% , =0.4 , Kappa
DNA ,ddH.0 , = 0.477, Se = 75.61 %, S =
63 DNA 86.36 %, PV. =31/33=93.94%,
, GAPDH PV. =10/29 = 34.48 %;
: hTERT : 1 , Kappa ,  Kappa=0.477
1 hTERT P<0.01, '
Tab 1l Ratiod gray scale —_—
hTERT PCR hTERT
Pathology o 0.21 0.41 0.61 >  Totd
0.2 0.4 06 08 0.8 3
Malig 7 3 4 4 23 41
Normal 15 4 2 1 0 !
2 %2 , FPR ( )
TPR ( — ) ,
ROC , 2 ,
2 hTERT ROC CEA ( ) CYFRA21-1(

Tab 2 Receiver Operating Characteristic of hTERT

DP TPR FPR
0.2 83.93 % 31.82%
0.4 75.61 % 13.64 %
0.6 65.85 % 4.55 %
0.8 56.10 % 0.00 %
TPR ,FPR , SPSS11. 5
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