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Effect and Mechanism of IncRNA FOXD2-AS1 on Proliferation, Invasion and Metastasis
of Gastric Cancer Cells
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Abstract: Objective To investigate the effect and mechanism of IncRNA FOXD2-AS1 on the proliferation,
invasion and metastasis of gastric cancer cells. Methods Data mining and clinical samples were used to
verify the expression of IncRNA FOXD2-ASI in cancer and adjacent normal tissues, and its correlation with
clinical pathological stage and prognosis of the patients. The expression of IncRNA FOXD2-AS1 in gastric
cancer cell line BGC-823 was inhibited. CCK8 colorimetric method, wound-healing assay and Transwell
experiment were used to detect cell proliferation, migration and invasion. Western blot was used to detect
the expression of E-Cadherin, N-cadherin, Vimentin and critical proteins of Wnt/B-catenin pathway. Results
IncRNA FOXD2-AS1 expression was significantly higher in cancer tissues than that in adjacent tissues,
and was associated with tumor stage and prognosis. The expression of IncRNA FOXD2-AS1 was increased
in gastric cancer cell lines. Inhibition of IncRNA FOXD2-AS1 expression could significantly reduce the
proliferation, migration and invasion of gastric cancer cells, and upregulate E-Cadherin expression while
down-regulate the expression of N-cadherin, Vimentin, -catenin and Cyclin-D1 (all P<0.05). Conclusion
LncRNA FOXD2-ASI is highly expressed in gastric cancer tissues, and regulates the expression of EMT-
related proteins through the Wnt-B-catenin pathway to promote the development of gastric cancer and affect
the prognosis of patients.
Key words: Gastric cancer; IncRNA; EMT; Wnt-f-catenin pathway
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A: IncRNA FOXD2-AS|1 expression in gastric cancer tissues analyzed based on GEPIA database, *: P<0.01; B: the relation between IncRNA FOXD2-

AS1 expression and the prognosis of patients analyzed based on K-M database; C: relative expression of IncRNA FOXD2-AS1 in gastric cancer and

adjacent normal tissues.

El1 IncRNA FOXD2-ASI7EBEAATHRERSEETRNAR

Figure 1

IncRNA FOXD2-AS1 expression in gastric cancer tissues and its relation with patients’ prognosis
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Table 1 Correlation between IncRNA FOXD2-AS1

expression and clinicopathological stage of gastric cancer

patients
High IncRNA Low IncRNA
FOXD2-AS1 FOXD2-AS1 P
expression(n=15) expression(n=15)
Age(years) 52.86+12.09 54.66x13.76  0.706
Gender
Male 9 8 0.713
Female 6 7
Tumor size(cm)
<5 5 9 0.272
>5 10 6
T stage
T1-T2 4 7 0.450
T3-T4 11 8
Clinical stage
-1 3 10 0.025
-1V 12 5
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El2 IncRNA FOXD2-AS1#ER[E B 40 i & PRI RIE
Figure 2 IncRNA FOXD2-AS1 expression in different

gastric cancer cell lines
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Figure 3 Results of IncRNA FOXD2-AS1 silencing efficiency verification(A), CCKS8 proliferation experiment (B) and cell

plate clone formation experiment(C)
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Figure 4 Results of wound healing assay(A) and Transwell test(B)
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Figure 5 Effect of IncRNA FOXD2-AS1 silencing on expression of Wnt/B-catenin pathway related proteins and EMT-related

proteins detected by qRT-PCR(A) and Western blot(B)
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