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Abstract: Objective To observe the expression of microRNA(miRNA, miR)-181d in esophageal squamous
cell carcinoma (ESCC) tissues and to explore its clinical significance. Methods Reverse transcription
quantitative real-time PCR(RT-qPCR) was used to detect the miR-181d expression in 37 cases of ESCC
tissues and matched adjacent tissues. The correlations of miR-181d expression with clinicpathological features
and clinical prognosis were analyzed. Results miR-181d expression was up-regulated in 89.2%(33/37) of
ESCC tissues, compared with the matched adjacent tissues (P<0.01). The expression level of miR-181d was
not significantly correlated with gender, age, depth of invasion, lymph node metastasis, histological grade or
tumor location(P>0.05), but significantly related to TNM staging (P<0.05). Kaplan-Meier survival analysis
showed that the overall survival rate and the disease-free survival rate of the high miR-181d expression group
was significantly lower than that of the low miR-181d expression group (P<0.05). Conclusion miR-181d
expression is related to TNM and prognosis of ESCC patients. miR-181d may be used as a potential predictor
to evaluate the prognosis of ESCC patients.
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Figurel miR-181d expression in ESCC and matched
adjacent normal tissues detected by RT-qPCR
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Tablel Correlation between miR-181d expression and
clinicopathological features of ESCC patients

High Low

Characteristics n(%) miR-181d miR-181d P
expression expression

Gender 1.000 0.64
Male 26(70.27) 13 13
Female 11(29.73) 6 5

Age(years) 0.604 1.004
<60 33(89.19) 16 17
>60 4(10.81) 3 1

pT 1.000 0.01
T1-2 10(27.03) 5 5
T3-4 27(72.97) 14 13

pN 0.746 0.232
Negative 17(45.95) 8 9
Positive 20(54.05) 11 9

Histological 0368 1.693
grade
1-2 31(83.78) 17 14
3-4 6(16.22) 5 1

TNM stage 0.045 4.678
[-1 23(62.16) 9 14
I 14(37.84) 10 4

Tumor location 0.235 3.542
Upper thoracic ~ 3(8.11) 0
Middle thoracic 24(64.86) 13 11

Lower thoracic 10(27.03) 6
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Figure2 Overall survival curves of ESCC patients with

high and low miR-181d expression
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