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Abstract: Objective To explore the relationship between vascular endothelial growth factor(VEGF) gene
promoter region-460 T/C single nucleotide polymorphisms(SNP) and nasopharyngeal carcinoma(NPC)
susceptibility in Guangxi population. Methods We analyzed SNP of VEGF-460 T/C in 240 patients with
NPC and 245 healthy controls, using polymerase chain reaction(PCR) sequence specific primers method.
The association of the polymorphism with NPC susceptibility was determined by multivariate logistic
regression analysis after mixed factors revision. Results Genotypic distributions of VEGF-460 T/C
polymorphisms were in Hardy-Weinberg equilibrium. The distribution of VEGF-460 T/T(52.9%) and T/C+C/
C(47.1%) differed from those(63.3%,36.7%) in control group(y’=5.335, P=0.021). Compared with control
group(20.6%), the frequency of C allele in NPC group(27.5%) was significantly higher(y’=6.303, P=0.012).
Compared with T allele, the C allele might increase the risk of nasopharyngeal carcinoma (OR=1.458,
95%CI:1.115~1.952). Furthermore, compared with genotype T/T, the genotype T/C+C/C containing C allele
increased the risk of lymphatic metastasis (OR=2.214, P=0.038) . Conclusion There is significant
correlation between VEGF-460 T/C polymorphism and NPC susceptibility.
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Tablel Comparison of general data between NPC group
and control group [1n(%)]
Variable NPC Control L P
Gender
Male 179(74.6) 189(77.1) 0.434 0.51
Female 61(25.4) 56(22.9)
Age (years)
<30 23(9.6) 31(12.7)  2.246 0.325
30-50 144(60.0) 152(62.0)
=50 73(30.4) 62(25.3)
Nationality
Han 142(59.2) 154(62.9) 0.694 0.405
Minorities 98(40.8) 91(37.1)
NPC family history
Yes 33(13.8) 19(7.8)  4.552 0.033
No 207(86.2)  226(92.2)
Smoking index
=400 106(44.2) 91(37.1) 2.48 0.115
<400 134(55.8) 154(62.9)
EB-VCA-IgA
Positive 209(87.1) 37(15.1) 251.13 0.000
Negative 31(12.9)  208(84.9)

Notes: *: Two-tailed Chi-square test
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Table2 Distribution of VEGF-460T/C locus genotype and
allele in NPC group and control group

NPC Control  OR®  95%CrI*
Genetype(%)
T/Tn 127(52.9)  155(63.3) 1 —
T/Cn 94(39.2)  79(32.2) 1.445" 0.984-2.322
C/Cn 19(7.9) 11(4.5)  2.112" 0.951-4.614
T/C+C/Cn  113(47.1)  90(36.7) 1.532% 1.066-2.203
SNP
T allele 348(72.5) 389(79.4) 1 -
C allele 132(27.5) 101(20.6) 1.458" 1.115-1.952

Notes:": compared with genotype T/T; *: compared with SNP T allele;

—: reference; &: correction factors such as gender, age, ethnic, etc
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Table3 Relationship between NPC clinical index and distribution of VEGF-460T/C genotype and allele
Variable I Ge“etygf oI T allele C allele OR 95%CI P
Gender
Male 97 82 264 94 1.252 0.821-1.987 0.284
Female 30 31 84 38
Age (years)
<30 13 10 33 13
30-50 68 76 204 84 1.045 0.524-2.084 0.900
=50 46 27 111 35 0.800 0.380-1.687 0.558
Nationality
Han 82 60 206 78 1.009 0.672-1.514 0.988
Minorities 45 53 142 54
Pathologic
Nonkeratinizing 118 107 330 120 1.839 0.865-3.914 0.117
Other 9 6 18 12
T stage
T1-2 18 22 52 28 0.658 0.397-1.085 0.13
T3-4 109 91 296 104
N stage
NO-1 36 18 90 18 2214 1.276-3.842 0.038
N2-3 91 95 258 114
M stage
MO 121 107 330 126 0.875 0.334-2.253 0.781
Ml 6 6 18 6
Clinical stage
[-1I 6 9 21 9 0.876 0.387-1.962 0.748
m-v 121 104 327 123
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