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Abstract; Objective  To study the expression of TPX2 and Aurora A and their significance in squamous
cell carcinoma of the esophageal (SCCE). Methods Immunohistochemical staining was used to detect the
expressions of TPX2 in 62 cases of esophageal squamous cell carcinoma specimens, 31 cases of adjacent a-
typical hyperplasia epithelium and 62 cases of normal esophageal epithelium. Reverse transcription-poly-
merase chain reaction analysis for TPX2 and Aurora A was also performed using tumor tissues from 30
patients with the normal mucos epithelium of esophagus, lesion precancerous and esophageal carcinoma.
Results Immunohistochemical study showed that the expression rates of TPX2 protein increased by normal e-
sophageal epithelium specimens adjacent atypical hyperplasia epithelium and turns in carcinoma, which were
4.8%(3/62),51.6 %(16/31) and 85.5% (53/62) respectively. There was a significant statistic difference a-
mong the three groups(P<C0. 05). The expression of TPX2 protein was very correlated with the histological
grade, infiltrative depth and lymphatic metastasis in esophageal squamous cell carcinoma (P<0.01). The ex-
pression of TPX2 also correlated with lymph node and infiltration. And there was a significant difference between
the experimental groups and control group (P<Z0. 01). The expression rates of Aurora A protein increased by
normal esophageal epithelium specimens adjacent atypical hyperplasia epithelium and turns in carcinoma, which
were 3. 2%0(2/62) ,45. 2% (14/31) ,71. 0% (44/62) respectively. There was a significant statistic difference a-
mong the three groups(P<C0.01). The expression of Aurora A protein was correlated with the histological
grade, infiltrative depth and lymphatic metastasis in esophageal squamous cell carcinoma (P<Z0). 01). Conclusion
Expression of TPX2 and Aurora A may be a risk factor of lymph node in esophageal carcinoma. Com-

bined examining of TPX2 and Aurora A can become one of molecular index in the early diagnosis and for
the prognostic judgement of esophageal squamous cell carcinoma.
Key words: Esophageal squamous carcinoma; Immunohistochemical; TPX2; Aurora A
# E:BN WA TPX2AREHBALBNRETHEEEL, FE RN SP LxARLFT
A TPX2 o Aurora A & € 48 62 4128 858 31 ) R J2 238 & 40 2R B 62 49) S R 26 P 0 ik
P, BR REABAPERE R, TPX2 & EF BB F R SR 5 A Fo s 1 2004 Aok FAROR
5,58 H4.8%(3/62),51. 6% (16/31)#285. 5% (53/62) , = 2R 18] o4k £ A %ot 5 & L (P<<0.05),
TPX2 t4% G KA KT 528 0 bk & 2 005 7 i IR IR L 5 A X AR £ 5+ A it 3 & L (P<
0.01), Aurora A & G & 5 F6IBE 5 5 R S A8 A o i 20 2 09 KK AR RIG F . 55 43, 206(3/62)
45.200(14/31) 4271, 0% (44/62) , Z 40 ] e £ A 43t 4 % SL(P<<0. 0D, BLRR KT 5 R % eh 40
WM FARESIE, i TPX2, Aurora A AR HFOMWER LA TRARTHBEHROLELELN L
M # B e BRG] 2R A R SR 0 T A0 W 48 AR L R R B TRUS W9 R AR —
KB RE SR LRA BT

5 B #8:2008-05-30; & 2] H # : 2008-12-09 TPX2; Aurora A

R 1. 450052 HM K 2% — B E R A e o .

At A A kB e TESRSRIS | TRHRAM:A

WBIEEE . 7% = 0, E-mail; yhzhang@zzu. edu. cn NEHS:1000-8578(2009) 11-0932-04

PEERB N 0 A& (1963) , Jo W i, 30, 2B
I 8 I EATF 5T




FRRBRIBHHFY 2009 55 36 B2 11 H

. 933 -

0 35

TPX2 J&—~32 200 JE 30 77 A 3 2 1) A% 34 i 2R
F .2 544 225y 240 25 iR T T . Au-
rora A JE— N 5HUDRMSC SN, S 50
A 2257 240094, TPX2 J& Aurora A il [n] 31| 27 ff
RBE B FF AT T Aurora A A RE R 45 2 B A5
fitrh TPX2 (3§, TPX2, Aurora A 53355 R A
PR PR AL AT B UTAR G, A3 UE 4R R B TPX2,
Aurora A (#3338 AT LA A0 AR e AR AL, (R
A5 TPX2 & B i 4L 4P (R IA 9T 36 4 i ok
VLEHGE . TR TPX2 1 Aurora A 75 £ 45 i
S e e A R P 1R 7 A R H S5 1 R BRARRAE 7 S
F AR R G A 2 F 7 ixt 62 ) &8 i
A0 31 i 5 N LR A K 62 91 1 H A B
H 2 TPX2, Aurora A & 33K 15 0L gE47 450,
PIAERTT TPX2 F Aurora A 76 E45 9 & 1F %
H VR R

1 FRFIFTE
L1 IEIRTER

EE 2006 4E 2 A ~2006 4= 3 H 22 PATT imEE B
Bt B A8 R R T AR VIBR AR AL 62 1], BT A 95 5 AR Tiig
WTCATT T R i T s . b 5 36 i L 2 26
] AEWE 38~74 & P EAER (60.6£9.5) %, &
TRIP 191 2 BEUE SE R A SRR A0 e . L 215 0y
G 1 915 B, 11 9% 25 B, 9% 22 s Ptk 255475
20 M), Jok L EE e R A 42 o), IRIE RS> =4,
RIBENZE 7 4] R INENUZEE 14 4, =840 4k
R A1 o], RS TR kL 5% 3 em DAY
Ko qrt v 1E R REEH 40 = Ab BB, 988 55 6 i 289 LR
5231 S - EEERSLAIE A T4 40
g/L Z2 R W[ 5 A SUBE K A e, 4~
6 pm EZY R, TR H LU g,
1.2 35

TPX2 i N2 sabEdiik, i iEE Mattaj Lab.
Ulrike Bauer 5&1% . Aurora A BATTL[EHIIA N Santa
Cruz > 8] 7= i » SP i 21 214k 24500 & b o
LAY HEARARAF., TPX2 5 Aurora A $iik

BB 504 1:500 F11:100, DAB 847, FAKS
EYe, BT TPX2 Fl Aurora A P4 B 25098 5%
BRPEXT B ] PBS AU — P ERIMEXTIR .
1.3 TPX2,Aurora A i F R H L2 G0
HAE R ¢

K SP 2, TPX2 HidkH B 11500, TPX2
RNV OME VAR B2 iR Z =y PR G T YA S P LR
JEVEE b it LA AR 40 M A% o5 4 R A0 A% 1) 7 2R 5t
SE S YR — s R E<10%h + . 1126 ~30%
o+t ,31% ~50% K +++, >50% H HHt+ >
10% C++ LU D) B A A BH PGk, Aurora A FHPE
FEI A o b A RSO, BEBLIEIR 4 >
PRI, B4~ 0 BF 140 200 4~ 41 ff BHAE 40 e <0 Oy
-, <25% K £ ,25% ~50% K+, >50% K ++
L4 Gl¥hik

BLFH SPSS 1. 0 GEF2# 34T o ke, K Bk
HEa=0.05,

2 #R
2.1 TPX2,Aurora A & FA7E S8 0 58 A
RIS A ROE W BB R &Gk

TPX2 FHPEY) B A7 T 40 MOAZ N 2 0 v 68 00k,
DL 15 TPX2 75 IEH 2 48 Rh I 5 A S A A4 K&
A I FRIB RIS . AR R 2E R A S
HHE X (P<<0.01), W3 1, Aurora A FHHEY) R
SEN T AN N, S A o A UKL, BH 40 i 22 0 Al
TE40 M3 A= TR RAL . Aurora A TEIE W &8 Zh IR I8
FAS LAY A R 48 8l g vh 28 3R R A AR YR s L
K231,

2.2 TPX2,Aurora A & FAFEiX 5 EEEEIG KR
piiie e 2 IIIP A

TPX2, Aurora A 3 H 35 5 B8 B8 Ik K
MBI R AR AR 2,

2 R, TPX2 4 BH M 3 5 5 B4 2122 3 91
FRZAEY], P>>0.05; 1 Aurora A R IAMEEE
RS R FE BRI I 8 o AR A T 8t s v BT dnd
BT EAL I (P<<0. 05) s PR A K S5 5 &
B TPX2 M Aurora A BHPE R B & F B B

*1 AESHERALR FHENEAMAAOR FEFIRAL D TPX2 Aurora A HERRIE

Table 1 Expressions of TPX2 and Aurora A proteins in the esophageal squamous cell carcinoma,

atypical hyperplasia and normal esophageal epithelium

TPX2 protein

Aurora A protein

Item n — N Positive rate — N Positive rate P
Normal esophageal epithelium 62 59 3 4.8% 60 2 3.2%
Atypical hyperplasia 31 15 16 51.6% <0.01 17 14 45.2% <0. 01
Esophageal squamouscell carcinoma 62 9 53 85.5% 18 44 71.0%
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Expression of TPX2 in the normal esophageal epithelium (1a); in atypical hyperplasia (1b) ;in esophageal squamous cell carcinoma
(1¢) ; Expression of Aurora A in the normal Esophageal epithelium (2a); in atypical hyperplasia (2b) ; in esophageal squamous cell
carcinoma (2¢)
1 TPX2 £ 3 AFRFREALFHEARIE (SPX200) E2 Aurora A 7£ 3 ARAEHBPNEARIX(SPX200)
Figure 1 Expression of TPX2 protein in three different esophageal groups(SP X 200)
Figure 2 Expression of Aurora A protein in three different esophageal groups (SP X 200)
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Table 2 Relationship between the expressions of TPX2 and Aurora A proteins and

clinicopathological characteristic of esophageal squamous cell carcinoma

TPX2 Aurora A
n  Negative Positive Positive P Negative Positive Positive P
example example ratio positive  example ratio
Grade
Well-differentiated 15 8 7 46.7% 6 9 60. 0%
Moderately differentiated 25 16 9 36.0% 0.529 0.768 10 16 64.0% 8.12 0.017
Poorly differentiated 22 22 8 36. 4% 1 21 95.5%
Infiltration depth
Fibrous tunic 41 5 36 87.8% 35 85. 4%
Superficial muscular layer 7 6 1 14.3% 18.500 0. 002 3 4 57.1% 23.82 0.001
Deepmuscular layer 14 3 1 78. 6% 12 2 14.3%
Lymph node metastasis
Positive 20) 7 13 65.0% 5.526 0.019 6 14 70.0%  8.403 0.004
Negative 42 28 14 33.3% 29 13 30.9%
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Table 3 The correlation between expressions of TPX2

and Aurora A proteins in esophageal squamous cell carcinoma

Aurora A
TPX2 — - Total Y P
Positive  Negative
Positive 42 11 53
Negative 2 7 9 0.043 0.001
Total 44 18 62
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