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Sudying the Expression of PTENand Its CpG Idand Methylation Satus in Gastric Carci-
noma Cdls
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Department of Gastroenterology , Renmin Hospital of Wuhan University ,Wuhan 430060, China

Abgtract :Objective  To detect hypermethylation status of the 5 Cp Gidand locating in the promoter re-
gion of PTEN gene and the expresson level of their mMRNA and protein in 4 gastric carcinoma cells.
Methods Using methylation-specific PCR(MSP) technique to detect methylation statusof PTEN genein
4 different differentiation gastric cancer cells( HGGC27 ,M GC-803 ,BGC823,SGG-7901) ,RT-PCR and
Western blot technique to detect their mRNA and protein expresson level. Results Except SGC7901 ,
other three cell s were detected hypermethylation of PTEN gene. The mRNA and protein expresson were
highest in SGG-7901 ( P < 0.01) ,higher in BGG823 M GC803( P<0.01) and lowest in HGG27 (P <
0.01). Thelevel of PTEN mRNA , protein expresson and their differentiation were correlated. Conclu-
sion  Hypermethylation can inactivate the transcription of PTEN and reduce its protein expresson. It
may be a considerable mechanism which leads to oncogenes's, metastass of gastric carcinoma.
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1 MSP RT-PCR
5'to 3' 5103 (bp) ()
PTEN-M TTCGTTCGTCGTCGTCGTATTT GCCGCTTAACTCTAAACCGCAACCG 206 63
PTEN-U GIGTIGGIGGA GGIAGTIGTTI ACCACTTAACTCTAAACCACAACCA 162 63
PTEN ACCAGTGGCACTGTTGTTTCAC TTCCTCTGGTCCTGGTATGAAG 289 54

B-actin  CGA GCGGGAAATCGTGCGTGACATTAAGGAGA CGTCATACTCCTGCTTGCTGA TCCACATCTGC 479 56
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2.1 PTEN mRNA 2
MRNA SGCG7901
HGC27 (t=18.1536, P<0.01) M GC-803
B GC-823 (t=9.010,P<0.01;t=7.4567,P
<0.01) , H GC-27 (t=9.14,
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